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APSP-R
4) ITS1 ITS2 ITS3 ITS4

2  

Target spicies Name Sequence(5’-3’) Target 
region 

Amplicon 
size(bp) 

Universal ITS1 TCCGTAGGTGAACCTGCGG ITS1 Variable 
ITS2 GCTGCGTTCTTCATCGATGC 
ITS3 GCATCGATGAAGAACGCAGC ITS2 
ITS4 TCCTCCGCTTATTGATATGC 

A. pantherina APSP-F CACTGTCTCTTTCTCTTGCTTG ITS1 87 
APSP-R CATAGACAACCTGAACAATGCC 

A. ibotengutake AISP-F GCTTGTTTCTTCATTCTCTCC ITS1 71 
A. vitosa AVSP-F GCTCTCCTTGAATGTATTAGTGG ITS2 103 

AVSP-R GGTTAGACAGCAGAGAGAACTAAC 
P. porrigens PPSP-F GGCTTGGATGTGAGGATTG ITS2 90 

PPSP-R CACACCAAAGACGGTCCT 
O. japonicus OJSP-F GTGCACGTTTCCTTTCAAT ITS1 107 

OJSP-R AGAATCATCAACAGAGCTGC 
T. ustale TUSP-F TAGTAGGGACCTCTGTTGCCTT ITS2 80 

TUSP-R AACCTCCAATTTAAAGCTGCTTCAC 
H. fasciculare 28F AAACCTGGCTTGGTTGATG ITS1 123 

27R CCTCACAACCGAGTTTCCTC 
G. junonius 15F TGCTTCTAATGGTCTGGATGTG ITS2 129 

14R CAGACATCTAACGGCGTAGATA 

 

SP DTU-2B
Allegra X-22R BECKMAN 

COULTER GeneAmp PCR Syst- 
em 9700 Applied Biosystems Agilent 
2100 Agilent Technologies  

0.2g Tris-HCl 20mM EDTA 
5mM 400mM

0.3% Proteinase K 200μg/mL 2mL
55 10

3000×g 5 1mL
DNA  

DNA
PCR

PCR 20μL 2 Ampdirect Plus 10μL
BIOTAQ HS DNA Polymerase(5U/μL) 0.1μL F-

(10μM) 1μL R- (10μM) 1μL DNA
0.5μL 7.4μL 95
10 94 30 60 1 72 1

1 35 72 7
4 PCR

 
 

S - -

S -

-

 
1.0mg 70%

10mL 100μg/mL
1mL

70% 10mL 10μg/mL
 

10μg/mL 70%
0.0005 0.001 0.0025 0.005 0.01

0.025 0.05 0.1 0.2μg/mL
 

LC/MS
 

LK-22
5400 Oasis HLB 3cc
60mg Waters DISMIC 0.20μm
PTFE  

Prominence 
20A/3200Q TRAP /AB Sciex
Scherzo SS-C18 3μm 2.0mm i.d. 150mm 
(Imtakt A 0.07% B 15mM

B
0% 0min 6min 100% 20min 0% 20min
30min 0.3mL/min 40
10μL ESI Positive MRM 3

 
 

 S -  -  
 265 > 128 919 > 86 920 > 86 
 265 > 115 919 > 339 920 > 902 

 
    

 789 > 86 159 > 113 115 > 98 
 789 > 157 159 > 159 115 > 68 

 
    

 174 > 57 116 > 70 114 > 68 
 174 > 115 116 > 116 114 > 74 

1

19 11 15 115001

1 1 2
5

5μg/g
 

70-120% 10%
15%  
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Scherzo SS-C18
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S - -

 
-

-
- -

-
Scherzo SS-C18

15mM

0.07%
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6 B 0% 100%
 

S/N 10

0.5ng/mL -
2.5ng/mL S

5ng/mL -
10ng/mL  

4

0.994
 

 

  
 0.5-10ng/mL 

-  2.5-50ng/mL 
S  5-100ng/mL 

-  10-200ng/mL 
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6
 

 
   

S 82.6 8.0 11.9 
-  98.1 8.2 8.2 
-  83.2 8.7 14.4 

 78.4 8.8 11.2 
 65.5 6.2 7.6 
 89.6 3.9 4.1 
 105.2 2.2 3.2 

 86.8 3.4 3.4 
 9.5 6.9 11.0 

2  98.5 8.6 8.6 

20  71.4 9.5 14.9 
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